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Dr. Junshi Yazaki (The Salk Institute for Biological Studies, USA)

MAPPING PROTEIN-PROTEIN INTERACTIONS USING
HALO-TAG NAPPA MICROARRAYS REVEALS
HORMONE SIGNALING CROSSTALK IN ARABIDOPSIS

Protein microarrays are unparalleled in their capacity to investigate diverse biochemical
properties for thousands of proteins in a single experiment. Using a novel high-affinity
protein microarray approach termed HALO-tag nucleic acid programmable protein assay
(HT-NAPPA), we created high-density arrays comprising 12,000 Arabidopsis ORFs and
used these to query protein-protein interactions for a set of transcription factors from plant
hormone regulatory pathways. The resulting transcription factor interactome network,
TFNAPPA, contains thousands of novel interactions. Evaluation of the quality of
TFNAPPA using pulldown assays revealed that many of interactions were reproducible.
HT-NAPPA technology will provide many opportunities to study protein function and the
novel TFNAPPA transcription factor interactome network will provide the foundation to
expand our knowledge of plant transcription factor signaling pathways.
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