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Molecular genetic analysis of the restorer gene for cytoplasmic male sterility derived from rice
cultivar Tadukan

OAyumu Takatsukal, Tomohiko Kazama2, Hakim Mireau3, Yuko Iwail, Hiroyuki Ichida4, Tomoko
Abe4, Kinya Toriyamal (1. Graduate School of Agricultural Science, Tohoku University 2. Faculty of
Agriculture, Kyushu University 3. Jean-Pierre Bourgin Institute for Plant Sciences, National Research
Institute for Agriculture, Food and the Environment 4. Nishina Center for Accelerator-Based Science,
RIKEN)
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BBC, Nagoya Univ.)
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CHH hypermethylation at 24-PHAS loci in rice male meiocytes

OHuong Ta1l, Taiji Kawakatsu2, Asuka Higo3, Hiroyuki Tsuji3, Atsushi Toyoda4, Mutsuko Nakano1l,
Kenichi Nonomural,5 (1Plant Cytogenetics Lab., Dpt. of Gene Function and Phenomics, National
Institute of Genetics; 2Institute of Agrobiological Sciences, National Agriculture and Food Research
Organization (NARO); 3Center for Gene Research, Nagoya University; 4Comparative Genomics
Lab., Dpt. of Genomics and Evolutionary Biology, National Institute of Genetics; 5The Graduate
University for Advanced studies (SOKENDAI))
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Characterization of the Esp4 mutant highly accumulating the cysteine-rich prolamines in rice seed
YeAmmar Elakhdarl, Takahiko Kubo1, Toshihiro Kumamarul (1. Institute of Genetic Resources,
Fac. Agr., Kyushu U.)
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Subcellular localization analysis of Hemerythrin domain mutants of the ubiquitin ligase OsHRZ2
¥rZijian Wang1, Takato Iharal, Takanori Kobayashi2, Hiromi Nakanishil (1. Fac. Agr., U. Tokyo,
2. Ishikawa Prefectural University,)
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The generation of lower Cd rice via OsLCD and OsNRAMP5 double knockout in japonica rice under
low-cadmium environment

¥¢Zhengtong Qu, Wu Jindong, Nakanishi Hiromil (1EX8)

Functional characterization of Fe homeostasis-related genes in rice
¥**Wul. 1, Wang F. 1, Qu Z. 1, Wang Z.1, Nakanishi H.1 (1.The University of Tokyo, Global
Agricultural Sciences, Tokyo, Japan)
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